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Education and Training 

University of Amsterdam Philosophy B.S. 1984 

University of Amsterdam Psychology M.S. 1986 

University of Amsterdam Medicine Ph.D. 1995 

University of Amsterdam Virology Postdoc 1996 

 
Professional Experience: 
2002-present Staff member; PI, HCV Database Group at the Los Alamos National Laboratory; 

PI, HFV database project. Activities:  

• manage a team to create and maintain the databases and website 

• design and supervise the construction of new web tools 

• oversee the content of the sequence database (including annotation) 

• do research and publish on viral evolution and molecular epidemiology 

• develop new methods and techniques for the field of sequence analysis  
1999-2003  Staff member and co-PI, HIV Database and Analysis Group at the Los Alamos 

National Laboratory; editor, “AIDS Research and Human Retroviruses”; editor, 
“Human Retroviruses and AIDS”. Activities: 

• manage the HIV sequence database and website 

• co-manage the entire HIV database project (~20 employees) with the 
project PI 

• manage the production of the publication of “Human Retroviruses and 
AIDS”, the project’s annual HIV sequence variation compendium 

• supervise the research of postdocs and students 

• editor of the “Sequence Notes” section of the journal “AIDS Research and 
Human Retroviruses” 

1995-1998 Post-doctoral positions at the HIV Database and Analysis Group at the Los 
Alamos National Laboratory (2 years), and at the Human Retrovirus Department 
of the University of Amsterdam (1.5 years). Editor of the Sequence Note section 
of AIDS Research and Human Retroviruses (1998-2000). 
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